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1. Global Summary

1.1. Africa

Botswana
Two samples, collected in June 2015 from cattle at Kasane, Chobe, were received
from the BVI. They were typed as SAT 1 and genotyped as topotype Il (WZ).

Morocco

Between 23/10/2015 and 11/11/2015, FMD type O was reported in cattle at six
locations in the Casablanca-Settat region. FMD type O viruses were isolated from
three samples received in November. They were genotyped as ME-SA/Ind-2001d
and were most closely related to viruses from outbreaks in Algeria and Tunisia.

Mozambique
A single FMD type SAT 2 virus was isolated from one of two samples (collected
from cattle in May 2015) received from the BVI. It was genotyped as topotype I.

Namibia

On virus isolate and five epithelium samples (collected in May 2015) were
received from the BVI. FMDV type SAT 1 (topotype Ill) was identified in the virus
isolate, but it was very closely related to the reference/vaccine strain
SAT1/BOT/1/77, so may be a laboratory contaminant. FMDV type SAT 2 was
isolated from the five samples and genotyped as topotype Il

Niger
A single FMD type O virus was isolated from four sampled received from the BVI.
Genotyping will be reported later.

South Africa

A single outbreak of FMD SAT 3 was reported to have occurred in cattle at
Thulamela, Limpopo on 08/12/2015. No genotyping has so far been reported. The
outbreak occurred in cattle at one dip tank within South Africa's FMD protection
zone and therefore has no effect on South Africa's FMD free status.

Sudan
A batch of 37 samples was received in December and results are pending.

Zambia

An outbreak of FMD type SAT 3 has occurred for the first time in Zambia in
October 2015. Cattle were affected at Lupuka, Shangombo, Western province,
close to the border with Angola where the Longa-Mavinga National Park is
located. Sequences of two viruses received from the BVI show the causative
agent to belong to topotype Il (WZ) and not to be closely related (>11% nt
difference in VP1) to any other SAT 3 sequence in the WRLFMD database.

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk



»

Zimbabwe

Between 20/08/2015 and 01/10/2015, 14 outbreaks of FMD were reported in
cattle in the Midlands, Mashonaland West, Matabeleland North, Matabeleland
South and Masvingo Provinces. Eight were identified as type SAT 2, but the
others were reported as untyped.

A single FMD type SAT 2 virus was isolated from three samples received from
the BVI. It was genotyped as topotype Il.

Nineteen samples, collected from cattle in Midlands, Matabeland North, Masvingo
and Manicaland provinces between April and August 2015, were also submitted
directly from Zimbabwe. FMD types SAT 1, SAT 2 or, in one case, a mixture of
SAT 1 and SAT 2 were isolated. Genotyping revealed the presence of either SAT
1 topotype Il or SAT 2 topotype II; however, in the case of one of the SAT 2
isolates and the mixed isolate, sequencing proved to be difficult, probably due of
mixed virus infections.

1.2. Asia

Cambodia

Five FMDV isolates were received from the RRL at Pakchong. Typing/genotyping
identified O/ME-SA/PanAsia in two samples and A/ASIA/Sea-97 in the other two
and one was NVD. Although FMDV Asia 1 was suspected in two of the samples,
no evidence of the presence of this serotype could be found.

Hong Kong SAR

FMD type O was isolated from six samples from pigs collected in Hong Kong in
September and November 2015. Genotyping revealed all to belong to the
CATHAY topotype.

Iran

A batch of 27 samples was received from Iran. The typing/genotype results of 25
of these are pending, however, in two samples FMD type A was identified.
Genotyping of the two virus isolates (collected from cattle in Qom province in
August and September 2015) revealed the introduction into the country of a new
virus strain, currently known as G-VII (sometimes also called G-18) belonging to
the ASIA topotype. Closely related viruses are normally found in the Indian
subcontinent, but have recently been identified in Saudi Arabia and eastern
Turkey (see elsewhere in this report).

Israel
Two outbreaks of FMD type O we reported in pigs and cattle during November
2015 in the Hazafon (Northern) district. No genotyping has been reported.

Laos

Four FMD type O virus isolates were received from the RRL at Pakchong.
Genotyping revealed them to belong to the O/ME-SA/Ind-2001d lineage. This is
the first report of this lineage in Southeast Asia.
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Mongolia

In October 2015, an outbreak of FMD type O occurred in cattle, sheep and goats
in Toshin sub-district, Altai district, Bayan-Olgii province (in a small valley
surrounded by high mountains located at the western edge of Mongolia). No
genotyping has been reported.

Myanmar

Five FMDV isolates were received from the RRL at Pakchong. The original
samples had been collected from cattle in Mandalay State in October 2015. Three
were identified as FMDV type A/ASIA/Sea-97 and two as type O/SEA/Mya-98.

Pakistan
A batch of 35 samples was received in December and results are pending.

Saudi Arabia

Outbreaks of FMD were reported on two farms in the Riyadh area in September
and October 2015. FMDV type A was isolated from samples received from the
two farms and also a third farm in the same area. Genotyping identified the virus
responsible as A/ASIA/G-VII (also known as G18), closely related to viruses from
the Indian sub-continent and to viruses from recent outbreaks in Iran and Turkey
(see elsewhere in this report).

Thailand
A batch of 21 virus isolates was received from the RRL in Pakchong.
Typing/genotyping is pending.

Turkey

Twenty-eight samples, which had been collected from cattle between August 2014
and May 2015, were received from the FMDI-Ankara. FMD viruses were isolated
from 25 of the samples; four were typed/genotyped as O/ME-SA/PanAsia-2FAR-09,
14 as A/ASIA/Iran-055'S19 and five as Asia 1/ASIA/Sindh-08; however, a further
two Asia 1 viruses lay slightly outside the Sindh-08 lineage and were left
unclassified.

Three outbreaks of FMD type A were reported in Van, Bitlis amd Amasya
provinces during September and October 2015. A single VP1 sequence (from a
virus isolate from Van province) was received from the FMDI-Ankara and
phylogenetic analysis showed it was A/ASIA/G-VII closely related to viruses from
the Indian subcontinent and from recent outbreaks in Saudi Arabia and Iran.

1.3. South America

No outbreaks reported

1.4. Uncharacterised FMD viruses

A number of outbreaks have occurred where samples have not been sent to
the WRLFMD. It is probable that the countries involved have performed their
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own genetic characterisatiolln; however, through the OIE/FAO Laboratory
Network we would also like to encourage the submission of samples (or
complete VP1 sequences) to the WRLFMD.

STOP PRESS

Armenia

FMDV type A/ASIA/G-VII has been reported to have begun on
23/12/2015 in Armavir, Arazap, Armenia in cattle and pigs.
Genotyping was performed by FGI-ARRIAH. These outbreaks
provide further evidence of the rapid spread of this lineage in West
EurAsia.

Republic of Korea (South Korea)

FMDV type O/SEA/Mya-98 has been reported in pigs at Gimje,
Jeonbuk on 11/01/2016. Sequencing was performed at the Animal
and Plant Quarantine Agency and analysed at the WRLFMD.

An up-to-date list and reports of FMD viruses characterised by sequencing can be
found at the following website: http://www.wrlfmd.org/fmd_genotyping/2015.htm.
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2. Summary of samples

Summary of samples collected and received by WRLFMD® (October to

December 2015)
Country Ne of Virus isolation in cell culture/ELISA rRTTTOC;IR’S{;)Dr)FMD
samples FMD virus serotypes virus (w_here
NVD appropriate)
O A C SAT1 SAT2 SAT3 Asial Positive Negative
CAMBODIA 5 2 2 - - - - - 1 4 1
HONG KONG, SAR 7 6 - - - - - - 1 7 -
OF PRC
IRAN 27 2R - - - - - 2 -
LAOS 4 4 - - - - - - - 4 -
MOROCCO 3 3 - - - - - - - 2 1
MYANMAR 5 2 3 - - - - - - 5 -
PAKISTAN 35 - - - - - - - - - -
SUDAN 37 - - - - - - - - - -
THAILAND 21 - - - - - = S - - -
SAUDI ARABIA 4 - 4 - - - - - - 4 -
TOTAL 148 17 11 - - - - - 2 28 >
Sample results pending from previous report:
TURKEY 28 4 14 - - - - 7 3 25 3
ZIMBABWE! 19 - - - 5 13 - - 2 15 4
TOTAL 47 4 14 - 5 13 - 7 5 40 7

1 One sample from Zimbabwe had a mixed serotype of SAT 1 and SAT 2.

Abbreviations used in table:

VI/ELISA  FMD (or SVD) virus serotype identified following virus isolation in cell
culture and antigen detection ELISA

FMD foot-and-mouth disease

SVD swine vesicular disease

NVD no FMD, SVD or vesicular stomatitis virus detected
NT not tested

Real-time reverse transcription polymerase chain reaction for FMD (or

RT-PCR SVD) viral genome
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3. Virology Results

Detailed virology results for clinical samples tested by the WRLFMD®
(October to December 2015)

WRL for FMD Results
Country Sample Species C(?I?;?:t?(];n Final
Identification VI/ ELISA rRT-PCR report
CAM 1/2015 PIG 14-Sep-15 0 POS 0
CAM 2/2015 CATTLE 14-Sep-15 A POS A
CAMBODIA CAM 3/2015 PIG 14-Sep-15 0 POS 0
CAM 4/2015 CATTLE 14-Sep-15 NEG NEG NVD
CAM 5/2015 CATTLE 14-Sep-15 A POS A
HKN 5/2015  PORCINE  18-Sep-15 0 POS 0
HKN 6/2015  PORCINE  18-Sep-15 0 POS 0
HKN 7/2015  PORCINE  18-Sep-15 o) POS 0
HONG KONG, SAR  HKN 8/2015 PIG 07-Nov-15 0 POS 0
OF PRC HKN 9/2015 PIG 07-Nov-15 0 POS 0
HKN 10/2015 PIG 07-Nov-15 0 POS 0
HKN 11/2015 PIG 13-Nov-15 NEG POS F'\égv

IRN 1/2015 CATTLE 24-Apr-15 Pending Pending Pending
IRN 2/2015 CATTLE 28-Apr-15 Pending Pending Pending
IRN 3/2015 CATTLE 28-Apr-15 Pending Pending Pending
IRN 4/2015 CATTLE 08-May-15 Pending Pending Pending
IRN 5/2015 CATTLE 25-May-15 Pending Pending Pending
IRN 6/2015 CATTLE 15-Jun-15 Pending Pending Pending
IRN 7/2015 CATTLE 16-Aug-15 Pending Pending Pending
IRN 8/2015 CATTLE 30-Aug-15 A POS A

IRN 9/2015 CATTLE 12-Sep-15 Pending Pending Pending
IRN 10/2015 CATTLE 12-Sep-15 Pending Pending Pending
IRN 11/2015 CATTLE 14-Sep-15 Pending Pending Pending
IRN 12/2015 CATTLE 26-Sep-15 A POS A

IRN 13/2015 CATTLE 28-Sep-15 Pending Pending Pending
IRN 14/2015 CATTLE 28-Sep-15 Pending Pending Pending
IRN 15/2015 CATTLE 01-Oct-15 Pending Pending Pending
IRN 16/2015 CATTLE 01-Oct-15 Pending Pending Pending
IRN 17/2015 CATTLE 09-Oct-15 Pending Pending Pending
IRN 18/2015 CATTLE 10-Oct-15 Pending Pending Pending
IRN 19/2015 CATTLE 15-Oct-15 Pending Pending Pending
IRN 20/2015 CATTLE 23-Oct-15 Pending Pending Pending
IRN 21/2015 CATTLE 24-Oct-15 Pending Pending Pending
IRN 22/2015 CATTLE 24-Oct-15 Pending Pending Pending
IRN 23/2015 CATTLE 25-Oct-15 Pending Pending Pending
IRN 24/2015 CATTLE 26-Oct-15 Pending Pending Pending

IRAN
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Country

LAOS

MOROCCO

MYANMAR

PAKISTAN

WRL for FMD Results
Sample Species CoDI?(te?:t?én Final

Identification VI/ELISA rRT-PCR report
IRN 25/2015 CATTLE 28-Oct-15 Pending Pending Pending
IRN 26/2015 SHEEP 03-Nov-15 Pending Pending Pending
IRN 27/2015 CATTLE 08-Nov-15 Pending Pending Pending
LAO 202015 T 10-dun-15 0 POS 0
LAO 3/2015 KNN(())\-/FVN 10-Jun-15 0] POS O
LAO 4/2015 KNN(())\-/FVN 10-Jun-15 0] POS O
LAO 5/2015 KNN(())\-/FVN 10-Jun-15 0] POS O
MOR 1/2015 BOVINE 28-Oct-15 0] POS (@)
MOR 2/2015 BOVINE 28-Oct-15 o) NEG @]
MOR 3/2015 BOVINE 28-Oct-15 0] POS (@)
MYA 1/2015 BOVINE 29-Oct-15 0] POS O
MYA 2/2015 BOVINE 29-Oct-15 A POS A
MYA 3/2015 BOVINE 29-Oct-15 A POS A
MYA 4/2015 BOVINE 29-Oct-15 A POS A
MYA 5/2015 BOVINE 29-Oct-15 0] POS O
PAK 22/2015 BUFFALO  03-Apr-15 Pending Pending Pending
PAK 23/2015 BUFFALO  13-May-15 Pending Pending Pending
PAK 24/2015 CATTLE 01-Jun-15 Pending Pending Pending
PAK 25/2015 CATTLE 05-Jun-15 Pending Pending Pending
PAK 26/2015 BUFFALO 02-Jul-15 Pending Pending Pending
PAK 27/2015 BUFFALO 15-Jul-15 Pending Pending Pending
PAK 28/2015 CATTLE 01-Aug-15 Pending Pending Pending
PAK 29/2015 BUFFALO  27-Aug-15 Pending Pending Pending
PAK 30/2015 BUFFALO  29-Aug-15 Pending Pending Pending
PAK 31/2015 BUFFALO  31-Aug-15 Pending Pending Pending
PAK 32/2015 CATTLE 01-Sep-15 Pending Pending Pending
PAK 33/2015 BUFFALO 05-Sep-15 Pending Pending Pending
PAK 34/2015 CATTLE 16-Sep-15 Pending Pending Pending
PAK 35/2015 CATTLE 16-Sep-15 Pending Pending Pending
PAK 36/2015 CATTLE 19-Sep-15 Pending Pending Pending
PAK 37/2015 CATTLE 22-Sep-15 Pending Pending Pending
PAK 38/2015 CATTLE 23-Sep-15 Pending Pending Pending
PAK 39/2015 CATTLE 05-Oct-15 Pending Pending Pending
PAK 40/2015 CATTLE 05-Oct-15 Pending Pending Pending
PAK 41/2015 CATTLE 05-Oct-15 Pending Pending Pending
PAK 42/2015 CATTLE 05-Oct-15 Pending Pending Pending
PAK 43/2015 CATTLE 08-Oct-15 Pending Pending Pending
PAK 44/2015 CATTLE 09-Oct-15 Pending Pending Pending
PAK 45/2015 CATTLE 14-Oct-15 Pending Pending Pending
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WRL for FMD Results
Country Sample Species CDI?teth Final
Identification ollection v /ELISA rRT-PCR

report
PAK 46/2015 BUFFALO 16-Oct-15 Pending Pending Pending

PAK 47/2015 CATTLE 18-Oct-15 Pending Pending Pending
PAK 48/2015 CATTLE 19-Oct-15 Pending Pending Pending
PAK 49/2015 BUFFALO 21-Oct-15 Pending Pending Pending
PAK 50/2015 BUFFALO 21-Oct-15 Pending Pending Pending
PAK 51/2015 BUFFALO 28-Oct-15 Pending Pending Pending
PAK 52/2015 CATTLE 01-Nov-15 Pending Pending Pending
PAK 53/2015 CATTLE 03-Nov-15 Pending Pending Pending
PAK 54/2015 BUFFALO  06-Nov-15 Pending Pending Pending
PAK 55/2015 CATTLE 12-Nov-15 Pending Pending Pending
PAK 56/2015 CATTLE 04-Dec-15 Pending Pending Pending

SAU 3/2015 CATTLE 09-Oct-15 A POS A

SAU 4/2015 CATTLE 09-Oct-15 A POS A
SAUDI ARABIA

SAU 5/2015 CATTLE 16-Oct-15 A POS A

SAU 6/2015 CATTLE 21-Oct-15 A POS A

SUD 1/2012 CATTLE 01-Feb-12 Pending Pending Pending
SUD 2/2012 CATTLE 01-Feb-12 Pending Pending Pending
SUD 3/2012 CATTLE 01-Feb-12 Pending Pending Pending
SUD 4/2012 CATTLE 01-Feb-12 Pending Pending Pending
SUD 5/2012 CATTLE 01-Feb-12 Pending Pending Pending
SUD 6/2012 CATTLE 01-Feb-12 Pending Pending Pending
SUD 7/2012 CATTLE 01-Feb-12 Pending Pending Pending
SUD 1/2013 CATTLE 19-Feb-13 Pending Pending Pending
SUD 2/2013 CATTLE 19-Feb-13 Pending Pending Pending
SUD 3/2013 CATTLE 16-Apr-13 Pending Pending Pending
SUD 4/2013 CATTLE 30-Dec-13 Pending Pending Pending
SUD 5/2013 CATTLE 31-Dec-13 Pending Pending Pending
SUD 6/2013 CATTLE 31-Dec-13 Pending Pending Pending
SUDAN SUD 7/2013  CATTLE  31-Dec-13  Pending  Pending  Pending
SUD 8/2013 CATTLE 31-Dec-13 Pending Pending Pending
SUD 9/2013 CATTLE 31-Dec-13 Pending Pending Pending
SUD 10/2013 CATTLE 31-Dec-13 Pending Pending Pending
SUD 11/2013 CATTLE 31-Dec-13 Pending Pending Pending
SUD 12/2013 CATTLE 31-Dec-13 Pending Pending Pending
SUD 13/2013 CATTLE 31-Dec-13 Pending Pending Pending
SUD 1/2014 CATTLE 01-Jan-14 Pending Pending Pending
SUD 2/2014 CATTLE 01-Jan-14 Pending Pending Pending
SUD 3/2014 CATTLE 01-Jan-14 Pending Pending Pending
SUD 4/2014 CATTLE 01-Jan-14 Pending Pending Pending
SUD 5/2014 CATTLE 01-Jan-14 Pending Pending Pending

SUD 6/2014 CATTLE 01-Jan-14 Pending Pending Pending
SUD 7/2014 CATTLE 01-Jan-14 Pending Pending Pending
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WRL for FMD Results
Country Sample Species CDthet(.)f Final
Identification ollection v /ELISA rRT-PCR

report

SUD 8/2014 CATTLE 01-Jan-14 Pending Pending Pending
SUD 9/2014 CATTLE 01-Jan-14 Pending Pending Pending
SUD 10/2014 CATTLE 01-Jan-14 Pending Pending Pending
SUD 11/2014 CATTLE 01-Jan-14 Pending Pending Pending
SUD 12/2014 CATTLE 03-Jan-14 Pending Pending Pending
SUD 13/2014 CATTLE 03-Jan-14 Pending Pending Pending
SUD 14/2014 CATTLE 04-Jan-14 Pending Pending Pending
SUD 15/2014 CATTLE 05-Jan-14 Pending Pending Pending
SUD 16/2014 CATTLE 05-Jan-14 Pending Pending Pending
SUD 17/2014 CATTLE 05-Jan-14 Pending Pending Pending
TAI 9/2015 CATTLE 27-Feb-15 Pending Pending Pending

TAI 10/2015 PIG 03-Mar-15 Pending Pending Pending

CATTLE _ _ .

TAI 11/2015 (DAIRY) 17-Mar-15 Pending Pending Pending

TAI 12/2015 PIG 07-Apr-15 Pending Pending Pending
CATTLE _ _ _

TAI13/2015  (DAIRY)  S0-Ap-15  Pending  Pending  Pending
CATTLE _ _ _

TAI14/2015  (DAIRY)  -1-May-15  Pending  Pending  Pending
CATTLE _ _ _

TAI1572015  (DAIRY)  1i"May-15  Pending  Pending  Pending
CATTLE _ _ _

TAI 16/2015 (DAIRY) 20-May-15  Pending Pending Pending
CATTLE _ _ _

TAI 17/2015 (DAIRY) 04-Jun-15 Pending Pending Pending

THAILAND TAI18/2015 ~BUFFALO  28-ul-15  Pending  Pending  Pending

TAI 19/2015 CATTLE 26-Aug-15 Pending Pending Pending

TAI 20/2015 CATTLE 28-Aug-15 Pending Pending Pending

CATTLE
TAI 21/2015 (DAIRY)
TAI 22/2015 BUFFALO  08-Sep-15 Pending Pending Pending

TAI 23/2015 CATTLE 10-Sep-15 Pending Pending Pending

CATTLE
TAI 24/2015 (DAIRY)

TAI 25/2015 CATTLE 14-Sep-15 Pending Pending Pending
TAIl 26/2015 CATTLE 22-Sep-15 Pending Pending Pending
TAI 27/2015 CATTLE 28-Sep-15 Pending Pending Pending
TAI 28/2015 CATTLE 08-Oct-15 Pending Pending Pending
TAI 29/2015 CATTLE 09-Oct-15 Pending Pending Pending

04-Sep-15 Pending Pending Pending

11-Sep-15 Pending Pending Pending

TOTAL: 148
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Carried over from previous quarterly report:

WRL for FMD Results
Country Sample Species Date (.)f \Yi¥i rRT- .
Identification Collection ELISA pcr  Finalreport
TUR 31/2014 CATTLE 04-Aug-14 A POS A
TUR 32/2014 CATTLE 22-Aug-14 NEG POS FMDV GD
TUR 33/2014 CATTLE 03-Sep-14 @] POS @]
TUR 34/2014 CATTLE 04-Sep-14 @] POS @]
TUR 35/2014 CATTLE 01-Oct-14 A POS A
TUR 36/2014 CATTLE 21-Oct-14 A POS A
TUR 37/2014 CATTLE 24-Oct-14 ASIA-1 POS ASIA-1
TUR 38/2014 CATTLE 02-Dec-14 A POS A
TUR 39/2014 CATTLE 03-Dec-14  ASIA-1 POS ASIA-1
TUR 40/2014 CATTLE 09-Dec-14 A POS A
TUR 41/2014 CATTLE 03-Feb-14 A POS A
TUR 1/2015 CATTLE 29-Jan-15 ASIA-1 POS ASIA-1
TUR 2/2015 CATTLE 10-Feb-15 A POS A
sy TUR 3/2015 CATTLE 16-Feb-15 A POS A
TUR 4/2015 CATTLE 17-Feb-15 NEG NEG NVD
TUR 5/2015 CATTLE 18-Feb-15 A NEG A
TUR 6/2015 CATTLE 23-Feb-15  ASIA-1 POS ASIA-1
TUR 7/2015 CATTLE 02-Mar-15 A POS A
TUR 8/2015 CATTLE 26-Mar-15  ASIA-1 POS ASIA-1
TUR 9/2015 SHEEP 27-Mar-15 @] POS @]
TUR 10/2015 CATTLE 27-Mar-15 A POS A
TUR 11/2015 CATTLE 30-Mar-15  ASIA-1 POS ASIA-1
TUR 12/2015 CATTLE 01-Apr-15 A POS A
TUR 13/2015 CATTLE 14-Apr-15 A POS A
TUR 14/2015 CATTLE 14-Mar-15 NEG NEG NVD
TUR 15/2015 CATTLE 30-Apr-15 A POS A
TUR 16/2015 CATTLE 13-May-15 @] POS @]
TUR 17/2015 CATTLE 13-May-15  ASIA-1 POS ASIA-1
ZIM 4/2015 BOVINE 07-Apr-15 SAT 2 POS SAT 2
ZIM 5/2015 BOVINE 03-Jun-15 SAT 2 NEG SAT 2
ZIM 6/2015 BOVINE 06-Jun-15 SAT 2 NEG SAT 2
ZIM 7/2015 BOVINE 09-Jun-15 2?!} 12 NEG SAT 12 SAT
ZIM 8/2015 BOVINE 18-Jun-15 SAT 2 NEG SAT 2
ZIMBABWE ZIM 9/2015 BOVINE 18-Jun-15 SAT 2 POS SAT 2
ZIM 10/2015 BOVINE 20-Jun-15 SAT1 POS SAT1
ZIM 11/2015 BOVINE 23-Jun-15 SAT 2 POS SAT 2
ZIM 12/2015 BOVINE 01-Jul-15 NEG POS FMDV GD
ZIM 13/2015 BOVINE 07-Jul-15 SAT 2 POS SAT 2
ZIM 14/2015 BOVINE 14-Jul-15 SAT1 POS SAT1
ZIM 15/2015 BOVINE 17-Jul-15 SAT 2 POS SAT 2
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ZIM16/2015  BOVINE  20-Jul-l5  SAT?2 POS SAT 2
ZIM17/2015  BOVINE  07-Aug-15  SAT1 POS SAT 1
ZIM18/2015  BOVINE  07-Aug-15  NEG POS FMDV GD
ZIM19/2015  BOVINE  07-Aug-15  SAT1 POS SAT 1
ZIM20/2015  BOVINE  12-Aug-15  SAT?2 POS SAT 2
ZIM21/2015  BOVINE  12-Aug-15  SAT 2 POS SAT 2
ZIM22/2015  BOVINE  18-Aug-15  SAT2 POS SAT 2
TOTAL: 47

Abbreviations used in table:

FMD(V) Foot-and-mouth disease (virus)

FMDV GD Genome detected

FMDV NGD  Genome not detected (samples submitted in Trizol, only rRT-
PCR carried out)

VI/ELISA FMDV serotype identified following virus isolation in cell culture
and antigen ELISA

rRT-PCR Real-time reverse transcription polymerase chain reaction on
epithelial suspension for FMD (or SVD) viral genome

NVD No foot-and-mouth disease, swine vesicular disease or
vesicular stomatitis virus detected

NT Not tested

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
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4. Detailed Sequence Analysis
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An up-to-date list and reports of FMD viruses characterised by sequencing can be
found at the following website: http://www.wrlfmd.org/fmd_genotyping/2015.htm.

Results from samples received at WRLFMD (status of samples being tested) are
shown in the table 4-1 and a summary of all samples received by WRLFMD for this
period is shown in chapter 2. A complete list of clinical sample diagnostics made by
the WRLFMD between October to December 2015 is shown in chapter 3.

Table 4-1: Status of sequencing of samples received by the WRLFMD from October to
December 2015 (*) indicates samples carried over from the last quarter)

WRLFMD Batch No. D% Country Serotype Sgn‘;p‘l’é . s eg'férfé o Cduencing
WRLFMD/2015/00015 12/08/2015 Turkey o 4 4 Completed
A 14 14 Completed
Asia 1 7 7 Completed
WRLFMD/2015/00019 13/08/2015 Botswana SAT 1 2 2 Completed
WRLFMD/2015/00020 13/08/2015 Namibia SAT 1 1 1 Completed
SAT 2 B 5 Completed
WRLFMD/2015/00022 13/08/2015 Zimbabwe SAT 2 1 1 Completed
WRLFMD/2015/00023 13/08/2015 Mozambique SAT 2 1 1 Completed
WRLFMD/2015/00024 13/08/2015 Niger o 1 1 Completed
WRLFMD/2015/00025 15/09/2015 Saudi Arabia A 2 2 Completed
WRLFMD/2015/00026 07/10/2015  Hong Kong SAR o 3 3 Completed
WRLFMD/2015/00036 02/12/2015  Hong Kong SAR o 3 3 Completed
WRLFMD/2015/00027 03/09/2015 Zimbabwe SAT 1 4 4 Completed
SAT 2 12 11 Completed
SAT 1+ SAT2 1 0 Completed
WRLFMD/2015/00028 19/10/2015 Saudi Arabia A 2 2 Completed
WRLFMD/2015/00029 23/10/2015 Saudi Arabia A 2 2 Completed
WRLFMD/2015/00030 12/11/2015 Morocco o 3 3 Completed
WRLFMD/2015/00031 20/11/2015 Iran A 2 2 Completed
Pending 25 0 Pending
WRLFMD/2015/00032 26/11/2015 Thailand Pending 21 0 Pending
WRLFMD/2015/00033 26/11/2015 Cambodia o 2 2 Completed
A 2 2 Completed
WRLFMD/2015/00034 26/11/2015 Laos o 4 4 Completed
WRLFMD/2015/00035 26/11/2015 Myanmar o 2 2 Completed
A 3 3 Completed
WRLFMD/2015/00036 02/12/2015  Hong Kong SAR o 3 3 Completed
WRLFMD/2015/00037 17/12/2015 Pakistan Pending 35 0 Pending
WRLFMD/2015/00038 03/12/2015 Sudan Pending 37 0 Pending
204 84

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk


http://www.wrlfmd.org/fmd_genotyping/2014.htm

Africa:
Botswana SAT1/BOT/12/2006 7
WRLFMD/2015/00019 SAT1/BOT/18/2006
Date sequence received: 13/08/2015 SATLBOTI13/2006
. SAT1/BOT/14/2006
No. of samples: 2 o | SAT1/BOT/16/2006
SAT 1 (ll): 2 10| FSAT1BOT/17/2006
SATL/BOT/15/2006

* SATL/BOT/20/2006 buffalo
SATL/BOT/22/2006 buffalo
SATL/BOT/P3/2000 NGO-2 buffalo
SATL/NMB/1/2000
SATL/BOT/2/2015
SAT1/BOT/13/2015% (BVI)
SAT1/BOT/1/2015
SAT1/BOT/11/2015* (BVI)
SATL/ZAM/B/2012
SATLIZAMI7/2012
SATL/IZAM/B/2012
SAT1/ZAM/9/2012
SATLIZAMI7/2012* (BVI)
SAT1/BOT/P3/2000 NGO-13 buffalo
SATL/IZAM/4/2000 W2
SATL/ZIM/IP9/94 HWANGE-2 buffalo
SAT1/ZIM/P45/91 MT-6 buffalo
SATL/ZIMIP45/91 MT-9 buffalo
SAT1/ZIM/IP12/90 A-10 buffalo
SAT1/ZIM/12/90 A-5 buffalo
SATL/ZIM/P12/90 A-7 buffalo
SAT1/BOT/P3/2000 SAV-19 buffalo
SATL/BOT/P3/2000 SAV-22 buffalo
SAT1NMB/43/15* (BVI)
SATLINMB/46/15* (BVI)
SAT1/NMB/33/15* (BVI)
751 SATLINMB/52/15* (BVI)
SAT1/BOT/P3/98 VUM-25 buffalo
SAT1/SWA/2/89* butffalo
SATL/BOT/A/77 (KF219686)
SATL/BOT/1/68 (AY593845)
SATL/SWA/40/61 (AY593843)
SATL/BEC/1/48 (AY593838)
SAT1/SWA/L/49 (AY593840)
SAT1/SRI2/58 (AY593841) i

86

BOT/1/2015
BOT/2/2015

Ngamiland

h—Edst

Ghanzi

Kweneng

Kgalagadi

© Daniel Dalet /c-maps.com

150 km

100 mi

Il (SE2)
- I (NW2)
IV (EA-1)
= VIl (EA-3)
£| V|X
99 VIl (EA-2)
—1 Vi

100

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk



Morocco

WRLFMD/2015/00030

Date sequence received: 12/11/2015
No. of samples: 3

O (ME-SA/Ind-2001d): 3

[Tanger - Tétouan -
Al Houceima

Béni Mellal -
énifra

Marrakeh - Safi

Dréa - Tafilalet

|
o

150 km
Guelmim - Oued Noun
100 mi

©d-maps.com

a8 O/ALG/1/2014
0/1628-1468/Algeria/2014 (ZSLER)
OITUN/1031/2014*
OITUN/1/2014
0/1636/Algeria/2014 (ZSLER)
0/1631-FA002/Algeria/2014 (ZSLER)
0/1631-FA001/Algeria/2014 (ZSLER)
OIALG/3/2014
Sl oaLcr2i2014
- ormuni2i2014
OITUN/1054/2014*
® O/MOR/1/2015
—|0 OIMOR/2/2015
E)
@ OIMOR/3/2015
OILIB/12/2013 (KM921837)
OILIB/11/2013 (KM921836)
OILIB/7/2013 (KM921835)
OILIB/22/2013 (KM921841)
OILIB/3/2013 (KM921831)
o O/LIB/6/2013 (KM921834)
— O/LIB/2/2013 (KM921830)
OILIB/1/2013 (KM921829)
OILIB/4/2013 (KM921832)
OILIB/13/2013 (KM921838)
OILIB/5/2013 (KM921833)
OILIB/17/2013 (KM921840)
OILIB/16/2013 (KM921839)

O/IND179/2013* (KM264357)

OISAU/4I2014

OISAU/L/2014 (KM921875)

a5} O/SAUI2/2014

7l oisaur/2014

- O/IND52/2013* (KM264360)

O/IND127/2013* (KM264359)
OINEP/11/2012 (KM921849)

L

O/NEP/10/2012 (KM921848)

O/NEP/13/2012 (KM921850)
{OIBHUII/ZOlS (KM921828)
o

2] OINEP/16/2012 (KM921851)

O/IND50/2013* (KM264358)

8 | O/UAE/1/2014 (KM921877)
O/UAE/2/2014 (KM921878)

5] O/IND205/2013* (KM264362)
O/IND189/2013* (KM264361)
O/IND219/2013* (KM264363)

O/BHU/3/2009 (KM921814)

OIUAE/4/2008 (KM921876)

O/KUW/3/97 (DQ164904)

O/OMN/7/2001 (DQ164941)

PanAsia

PanAsia-2

O/IND/53/79 (AF292107)

OIIND/R2/75* (AF204276)

O1/Manisa/TUR/B9 (AY593823)

SEA

EA-2

EA-3

EA-4
WA

EA-1

CATHAY

ISA-1
ISA-2

100

EURO-SA

Ind-2001

ME-SA

NB: A full genome sequence for FMDV O/MOR/1/2015 has been generated and
deposited in GenBank under accession no. KU291242

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk




Mozambique
WRLFMD/2015/00023

Date sequence received: 13/08/2015
No. of samples:

SAT 2 (1): 1

NVD: 1

SAT2/KNP/16/88* (AF367104)(impala)

SAT2/KNP/20/88* (AF367107)(impala)

SAT2/KNP/19/88* (AF367106)(impala)

SAT2/KNP/17/88* (AF367105)(impala)

SAT2/KNP/2/89* (AF367109)(impala)

SAT2/KNP/18/88* (AF367138)(impala)

SAT2/KNP/7/88* (AF367103)(buffalo)

SAT2/KNP/19/89* (AF367110)(buffalo)

SAT2/KNP/18/95* (AF367118)(buffalo)

SAT2/KNP/31/95* (AF367119)(buffalo)

s2p @ SAT2/MOZ/1/2015

SAT2/MOZ/1/2015* (BVI)

SAT2/MOZ/3/2014

SAT2/MOZ/4/2014

SAT2/MOZ/1/2014

SAT2/MOZ/4/2014* (BVI)

SAT2/MOZ/2/2014

SAT2/MOZ/5/2014* (BVI)

SAT2/SAR/B/01* (AY442910)
SAT2/SAR/Q/01* (AY442911)

%8 SAT2/SAR/10/01* (AY442912)
SAT2/SAR/11/01* (AY442913)
SAT2/SAR/1/01* (AY442903)

SAT2/SAR/4/01* (AY442906)
SAT2/SAR/3/01* (AY442905)
SAT2/SAR/6/01* (AY442908)
SAT2/SAR/2/01* (AY442904)
SAT2/SAR/5/01* (AY442907)
SAT2/SAR/7/01* (AY442909)
SAT2/KNP/1/92* (AF367114)(impala)

SAT2/KNP/183/91* (AF367112)(buffalo)

SAT2/PAL/5/83* (AF367102)

7?- SAT2/BOT/6/2011

No locations given.

®
S

9N SAT2/BOT/7/2011
SAT2/BOT/3/2011
SAT2/ZIM/8/2010
. SAT2/ZIM/9/2010
SAT2/MOZ/1/2010
SAT2/MOZ/3/2010
SAT2/MOZ/4/2010
SAT2/MOZ/5/2010
SAT2/MOZ/7/2010
SAT2/M0Z/2/2010
SAT2/MOZ/6/2010

w SAT2/KNP/32/92* (AF367115)(buffalo)
% SAT2/SA/106/59 (AY593848)

SAT2/ZIM/P7/94 MT-8 buffalo
™ SAT2/ZIM/14/2002 (KF219689)
SAT2/MAL/1/2003

1]
\%
99

LT X1

®
&

Vi

99

Xl

XV
\i

VI

74 Xl

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk




Namibia

WRLFMD/2015/00020
Date sequence received: 13/08/2015
No. of samples: 6

SAT 1 (I1): 1
SAT 2 (I1): 5

No location given.

100

SAT1/BOT/17/2006
SAT1/BOT/18/2006
70| SAT1/BOT/16/2006
SATL/BOT/14/2006
99 | SAT1/BOT/13/2006
100| | SATLBOTI12/2006
SATL/BOT/15/2006
SAT1/BOT/20/2006 buffalo
SAT1/BOT/22/2006 buffalo
SAT1/BOT/P3/2000 NGO-2 buffalo
SAT1/NMB/1/2000
SATL/BOT/2/2015
SAT1/BOT/13/2015* (BVI)
SAT1/BOT/1/2015
SAT1/BOT/11/2015* (BVI)
SAT1/BOT/P3/2000 NGO-13 buiffalo
SATL/ZAM/4/2000
SAT1/ZIMIP9/94 HWANGE-2 buffalo
SATL/ZIM/12/90 A-5 buffalo
SAT1/ZIMIP12/90 A-7 buffalo
SATL/ZIMIP12/90 A-10 buffalo
SAT1/ZIM/P45/91 MT-6 buffalo
95 SAT1/ZIM/P45/91 MT-9 buffalo
SATL/ZAM/6/2012
SAT1/ZAM/7/2012
SAT1/ZAM/8/2012
SAT1/ZAM/9/2012
SATL/ZAM/7/2012* (BVI)
_E SAT1/BOT/P3/2000 SAV-19 buffalo
100 kem SAT1/BOT/P3/2000 SAV-22 buffalo
SATL/NMB/43/15* (BVI)
SAT1/NMBJ/46/15* (BV))
SATL/NMB/37/15* (BVI)
SAT1/NMB/38/15* (BVI)
SAT1/NMB/52/15* (BVI)
SATL/NMB/42/15* (BVI)
SATL/NMB/47/15* (BVI)
SATL/BOT/P3/98 VUM-25 buiffalo
SATL/SA/L3/61 (AY593842)
SAT1/SWA/2/89* buffalo
8o SATL/BOT/L7/77 kudu (KF219687)
s SAT1/BOT/24/77 (KF219688)
10 SAT1/BOT/LI77 (KF219686)
SAT1/NMB/1/2015

100

SATL/BOT/P3/98 NXA-7 buffalo
_IODESATIIBOT/PB/E)B NXA-14 buffalo
100 = SATLSWA/40/61 (AY593843)
SATL/SWA/B0/62
SAT1/BOT/1/68 (AY593845)
SATL/BOT-BUFF/62/74 buffalo

100 E SAT1/NAM/307/98* buffalo (AY770519)
SAT1/NAM/307/98* buffalo (DQ009717)

1 SAT1/BOT/2/2014

SAT1/BOT/3/2014
100/ SAT1/BOT/5/2014 (BVI)
SATL/BOT/4/2014
SATL/BOT/6/2014 (BVI)
SATL/SRI2/58
SAT1/BEC/1/48 (AY593838)
I (SEZ)

1 (NW2)
IV (EA-1)

VIIl (EA-3)
IX

\

Vil (EA-2)
Vi

100

I (W2)

99

72

SAT2/BOT/3/2007
SAT2/BOT/5/2007
SAT2/BOT/2/2007
SAT2/BOT/9/2008
SAT2/BOT/16/2008
SAT2/BOT/18/2008
SAT2/BOT/7/2008
SAT2/BOT/11/2008
SAT2/BOT/6/2007
SAT2/BOT/4/2009

778 SAT2/BOT/3/2009
SAT2/BOT/5/2009
100 8 SAT2/BOT/8/2009
SAT2/BOT/1/2011
1001 SAT2/BOT/2/2011
SAT2/BOT/P3/98 NXA-7 buffalo
99 k SAT2/BOT/P3/98 NXA-16 buffalo
100 SAT2/BOT/3/77 (KF112928)

SAT2/BOT/1/80 (BVI: BOT 08/78)(KF112929)

SAT2/BOT/P3/98 (buffalo 29) (AF367124)
100k SAT2/BOT/P3/98 VUM-29 buffalo
SAT2/BOT/6/2005
SAT2/BOT/8/2005
SAT2/BOT/3/2005
SAT2/BOT/1/2005
SAT2/BOT/2/2005
SAT2/BOT/4/2005
SAT2/BOT/5/2005

711 SAT2/BOT/7/2005
:SATZ/BOT/PS/ZOOO SAV-24 buffalo
SAT2/BOT/P9/2010 buffalo
SAT2/BOT/24/2006 buffalo
SAT2/ZAM/12/2009
100 | SAT2/ZAM/16/2009

10

S

SAT2/ZAM/14/2009
SAT2/ZAM/13/2009
100§ SAT2/BOT/14/2008
SAT2/BOT/15/2008
SAT2/NMB/1/2007
SAT2/NMB/4/2007
SAT2/ZAM/2/2007
SAT2/ZAM/3/2007
SAT2/ZAM/1/2007
SAT2/NMB/2/2008
SAT2/NMB/1/2008
SAT2/NMB/3/2008
SAT2/NMB/4/2008
SAT2/BOT-BUFF/2/68 buffalo
SAT2/BOT-BUFF/2/69 buffalo
@ SAT2/NMB/6/2015

@ SAT2/NMB/4/2015

@ SAT2/NMB/5/2015

SAT2/NMB/20/2015* (BVI)

@ SAT2/NMB/3/2015

@ SAT2/NMB/2/2015

SAT2/INMB/4/2015* (BVI)
SAT2/RHO/1/48 (AY593847)
\%

Xl

100

\

76

Xl

XV
100

\

i

99 99

Xl

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk




Zambia

WRLMEG/2015/00020

Date sequence received: 11/11/2015
No. of sequences: 2

SAT 3 (II): 2

VP1 sequences from the BVI

[]sars

Northern

ZAMO08/2015* (BVI)

ZAMOQ/ZMS*(BI I l “

© Daniel Dalet/ 6-maps.com

SAT3/ZAMO8/2015* (BVI)
SAT3/ZAM09/2015* (BVI)
SAT3/BOT/P3/98 VUM-21 buffalo
SAT3/BOT/P3/98 NXA-6 buffalo
100 k SAT3/BOT/P3/98 NXA-9 buffalo
100 | SAT3/BOT/P3/2000 SAV-31 buffalo
SAT3/BOT/P3/2000 SAV-21 buffalo
SAT3/BOT/P3/98 NXA-8 buffalo
SAT3/ZIM/2/84
SAT3/ZIM/P9/94 Hwange-11 buffalo
SAT3/BOT/P3/2000 NGO-12 buffalo
SAT3/BEC/20/61 (AY593851)
SAT3/BOT-BUFF/13/70 buffalo
SAT3/BOT/109/66 carrier cattle
SAT3/BOT/209/67 carrier cattle
SAT3/BEC/1/65
99k SAT3/BEC/1/65 (AY593853)
SAT3/ZIM/P30/90 CHER-31 buffalo
SAT3/ZIM/P30/90 CHER-32 buffalo
SAT3/BOT/P10/2010 buffalo
77 SAT3/ZIM/P40/91 BUMH4 buffalo
SAT3/ZIM/IP43/91 MAT-1 buffalo
SAT3/ZIM/P43/91 MAT-11 buffalo

SAT3/ZIM/4/81
EATB/KN P/10/90* buffalo
93 SAT3/SA/57/59 (AY593850)
SAT3/ZAM/P2/96 (MUL-4) (DQ009741) buffalo

SAT3/ZIM/P25/91 UR-7 buffalo
e SAT3/UGA BUFF/27/70 (KF219685) buffalo

100

100 e SAT3/UGA/2/97* (DQ009742) biffalo

Il (W2)

1 (SE2)

TV
T (NW2)

] V (EA)

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk




Zimbabwe

SAT 1 (II): 4
SAT 2 (II): 11

FMDV-GD: 2

SAT 2 (no seq): 1
SAT 1+ SAT 2 (no seq): 1

WRLFMD/2015/00027
Date sequence received: 03/09/2015
No. of samples: 19

Mashonaland
Mashonaland

21M/10/2015 il
2IM/5/2015 West
2IM/15/2015
ALY Machonaland
v East 2IM/20/2015
& 2IM/21/2015
2IM/22/2015
GoR
Matabeleland 21M/4/2015
NOI'Ih Kwekwe 2IM/6/2015
Midlands Manicaland | | 2MW/12/2015
Gweru
Shyrugwi @€——
7IM/9/2015
o asvingo
ayo Chipifige
2IM/17/2015
2IM/11/2015 2IM/19/2015
2M/13/2015 Masvin
Matabeleland 2IM/18/2015
South
[JsAT1
[ saT2
2IM/14/2015
[0 SAT 1+ SAT 2
J FMDV-GD

© Daniel Dalet / d-maps.com

o7

SAT1/KNP/1/87 buffalo
SATL/ZIM/P1/96 N-54 buffalo
SATL/ZIM/P15/97 LEMCO-1 buffalo
SATL/ZIM/IP15/97 LEMCO-5 buffalo
100§ SATL/SWZ/1/2000
SAT1/SWZ/2/2000
SATL/KNP/196/91* buffalo (DQ009716)
SATL/KNP/2/88 buffalo
SATL/SAR/AIT4

SATL/ZIM/P18/91 GN-19 buffalo
SATL/ZIM/P18/91 GN-20 buffalo
SAT1/ZIM/P18/91 GN-16 buffalo
SATL/ZIM/P18/91 GN-37 buffalo
SATL/ZIM/P18/91 GN-22 buffalo
SAT1/ZIM/P18/91 GN-30 buffalo
SATL/ZIM/P1/93 LS-9 buffalo
SAT1/ZIMI10/2015
SATLZIM/17/2015
SATL/ZIM/19/2015
SAT1/ZIM/14/2015

SAT1/SAR/9/81 (DQ009715)
SATL/ZIM/P7/94 MT-9B buffalo
SATL/ZIM/IP18/91 BC-7 buffalo
100k SAT1/ZIM/P18/91 GN-12 buffalo

e (\W2)

11 (W2)

IV (EA-1)

Vill (EA-3)

Vil (EA-2)
Vi

Il (SE2)

89

SAT2/ZIM/1/88* buffalo (AF367108)
SAT2/zIM/8/88* buffalo

SAT2/ZIM/4/88* buffalo

SAT2/ZIM/1/88* buffalo

SAT2/ZIM/7/89* buffalo
SAT2/ZIM/14/89* buffalo
SAT2/ZIM/23/89* buffalo
SAT2/ZIM/12/89* buffalo
SAT2/ZIM/30/89* buffalo
SAT2/ZIM/2/89* buffalo
SAT2/ZIM/16/89* buffalo
SAT2/zIM/2/88* buffalo

SAT2/ZIM/7/88* buffalo

SAT2/ZIM/5/88* buffalo
SAT2/ZIM/6/88* buffalo

SAT2/zIM/9/88* buffalo
SAT2/ZIM/4/89* buffalo
SAT2/ZIM/9/89* buffalo
SAT2/ZIM/31/89* buffalo
SAT2/ZIMIP14/97 MUK-42 buffalo
SAT2/ZIMIP14/97 MUK-44 buffalo
SAT2/ZIM/IP14/97 MUK-40 buffalo
SAT2/ZIM/IP14/97 MUK-48 buffalo
90§ SAT2/ZIM/7/83* (AF136607)
SAT2/ZIM/7/83* (DQO09726) I
SAT2/ZIM/5/87 (KF112974)
SAT2/ZIM/8/89 (KF112975)
SAT2/BOT-BUFF/170/74 buffalo
SAT2/BOT/P3/2000 NGO-15 buffalo
@ SAT2/ZIM/16/2015

@ SAT2/ZIM/5/2015

@ SAT2/ZIM/15/2015
SAT2/BOT/P3/98 NXA-18 buffalo
90 ] SAT2/ZIM/2/2010
SAT2/ZIM/4/2010

@ SAT2/ZIM/13/2015

90 ] SAT2/ZIM/1/2014

SAT2/ZIM/11/14* (BVI)
SAT2/ZIM/1/2015

@ SAT2/ZIM/11/2015

@ SAT2/ZIM/4/2015

@ SAT2/ZIM/9/2015

SAT2/ZIM/16/13* (BVI)

99| SAT2/ZIM/18/13* (BVI)
SAT2/ZIM/14/13* (BVI)

@ SAT2/ZIM/6/2015

@ SAT2/ZIM/20/2015

@ SAT2/ZIM/21/2015

@ SAT2/ZIM/22/2015
SAT2/ZIM/5/81 (EF134951) i

n
—|94 —:—% Y
|

Xl

\

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk




Asia:

Cambodia
WRLFMD/2015/00033

Date sequence received: 26/11/2015
No. of samples:

O (ME-SA/PanAsia): 2

A (ASIA/Sea-97): 2

NVD: 1

CAM/4/2015

r AILAO/12/07* (TRRL)
AILAO/13/07* (TRRL)
AILAO/9/07* (TRRL)
AILAO/7/2006 (EU667458)
| AILAO/8/2006 (EU667459)
AILAO/5/07* (TRRL)
AILAO/8/07* (TRRL)
AILAO/10/07* (TRRL)
AILAO/B/07* (TRRL)
AILAO/L7/07* (TRRL)
AILAO/6/2006 (EU667457)
AILAO/L/07* (TRRL)
AILAO/2/07* (TRRL)
AILAO/4/07* (TRRL)
AILAO/15/07* (TRRL)
AJLAO/3/07* (TRRL)
AJLAO/11/07* (TRRL)
AILAO/16/07* (TRRL)
AILAO/14/07* (TRRL)
AICAM/1/2006 (HQ116292)
AICAM/2/2006 (HQ116293)
97 AICAM/2/2008 (HQ116294)
AICAM 4/08* (TRRL)

@ AICAM/2/2015
1001 @ AICAM/5/2015
99 AVIT/6/2004 (HQ116360)
ANIT/10/2004 (HQ116362)
ANIT/5/2004 (HQ116359)
ANVIT/9/2004 (HQ116361)
ANIT/11/2004 (HQ116363)
4 j AITAV8/2003 (HQ116313)
AITAV9/2003

AIMAY/4/2003 (HQ116298)
AITAV2/04R2* (TRRL)
AITAV7/2003 (HQ116312)
AITAI5/2003

A/TAI10/2003 (HQ116314)
AITAI2/97 (EF208778)
Thai-87

Iran-05

Iran-87

A22

100

100

Iran-96
G-Vl
Iran-99

Al5

EURO-SA
72 AFRICA

Sea-97

ASIA

— O/VIT/6/2010
ONIT/7/2010
ONIT/8/2010
[— O/VIT/12/2010
| OI/CAM/5/2010
O/CAM/8/2010
F O/VIT/14/2010
F O/VIT/3/2010
LI ONIT/9/2010
ONIT/19/2010
r O/VIT/22/2010
O/NIT/10/2010
ONIT/11/2010
L O/VIT/1/2011
O/LAO/1/2011
O/LAO/2/2011
ONIT/20/2010
ONIT/21/2010
ONIT/23/2010
OICAM/4/2010
ONIT/4/2010
ONIT/23/2011
OICAM/2/2010
ONVIT/13/2010
O/CAM/1/2010
OICAM/3/2010
O/CAM/6/2010
ONVIT/3/2011
ONVIT/32/2011
O/NIT/6/2011
O/NIT/16/2011
ONIT/5/2011
ONVIT/15/2011
ONIT/27/2011
O/NVIT/30/2011
ONIT/16/2010
ONIT/28/2011
ONIT/1/2012
O/NVIT/10/2012
OIVIT/34/2011
i1 OVIT/35/2011
ONIT/12/2011
ONVIT/26/2011
O/LAO/2/2010
O/LAO/1/2012
OILAO/2/2012
O/LAO/3/2012
O/LAO/5/2012
— O/TAI7/2011

E

PanAsia

100

@ O/CAM/1/2015
1001 4 O/CAM/3/2015
OIUKG/35/2001 (AJ539141)
PanAsia-2
Ind-2001
O/IND/53/79 (AF292107)
O/IND/R2/75* (AF204276)
O1/Manisa/TUR/69 (AY593823)
SEA

EA-2

EA-3

EA-4
WA
EA-1
CATHAY

ISA-1

100

ISA-2
83 EURO-SA

ME-SA

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk




@ O/HKN/6/2015
@ O/HKN/7/2015
@ O/HKN/5/2015
@ O/HKN/9/2015
O/HKN/1/2015

Hong Kong SAR
WRLFMD/2015/00026 & 36
Date sequence received: 07/10/2015 &

02/12/2015 OIHKN/2/2015
No. of samples: 6 ] @ OHKNIBI2015
O (CATHAY)'6
FMDV-GD: 1 O/HKN/11/2014

O/HKN/13/2014
OMKN/7/2014
O/HKN/8/2014
OIHKN/4/2014
OMHKN/5/2014
OIHKN/6/2014
O/HKN/1/2013 (KM243172)
OMHKN/6/2011 (KM243168)
O/HKN/4/2011 (KM243166)
OMKN/3/2011 (KM243165)
OMHKN/5/2011 (KM243167)
OMHKN/7/2011 (KM243169)
OIHKN/8/2011 (KM243170)
711 O/HKN/9/2011 (KM243171)
O/MKN/26/2010 (KM243164)
O/HKN/3/2008 (KM243157)
O/HKN/4/2008 (KM243158)
O/HKN/1/2008 (KM243155)
OHKN/2/2008 (KM243156)
O/HKN/1/2009 (KM243159)
s61 O/HKN/2/2009 (KM243160)
OHKN/3/2007 (KM243152)
100 | O/HKN/4/2007 (KM243153)
OMHKN/5/2006 (KM243148)
OHKN/6/2006 (KM243149)
O/HKN/2/2006 (KM243145)
OIHKN/1/2006 (KM243144)
O/HKN/4/2006 (KM243147)
OIHKN/24/2005 (KM243142)
O/HKN/22/2005 (KM243140)
O/HKN/23/2005 (KM243141)
O/HKN/3/2006 (KM243146)
O/HKN/25/2005 (KM243143)
O/HKN/18/2005 (KM243136)
O/HKN/19/2005 (KM243137)
O/HKN/20/2005 (KM243138)
O/HKN/14/2005 (KM243133)
O/HKN/17/2005 (KM243135)
O/HKN/12/2005 (KM243132)
O/HKN/9/2004 (DQ164886)
O/HKN/12/2004 (DQ164889)
OMHKN/10/2004 (DQ164887)
OMHKN/1/2002 (DQ164877)
1001 O/HKN/2002 (AF525458)

L— OIPHIT/I96 (AJ294926KM243058)

) ONuNlinTAW/7 (AF308157)
OHKN/6/83 (AJ294919)
O/HKN/21/70 (AJ294911) B
EURO-SA
ISA-2

No locations were given for samples in batch 36.

Wo

CATHAY

Ly
o

75

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk



Iran

WRLFMD/2015/00031

Date sequence received: 20/11/2015
No. of samples: 27

A (ASIA/G-VII): 2

Pending: 25

] FMDV-GD
[INVD

©dmaps.com
8
E]

Setan and Baluchestan

<
8

A/BHU/B/2003
A/BHUI35/2003
72) AIBHUI41/2002 (EU414525)
A/BHU/6/2003
A/BHU/7/2003 (FJ755012)
AIIND/447/2005* (HQ127685)
AIND/820/03* (FI617251)
AIIND/447/2005* (HQ832583)
A/BHUI27/2003 (FI755013)
oo L A/BHU/42/2003
= A/IND/161/2003* (HQ832578)
- A/IND/818/03* (FI617249)

501 A/IND/B18/2003* (HQ832580)
'E AJIND/243/04* (FI617245)

A/IND/249/2004* (HQ127680)
951 A/IND/249/2004* (HQ832582)
A/IND/281/2003* (HQ832579)
L' A/BHUI4/2003
99 1 AIBHU/40/2003
A/IND/B4/2004* (HQ127678)
99 | A/IND/64/2004* (HQ832581)
AISAUI2/2015
9 b AISAU/6/2015
AISAU/L/2015 (KU127247)
AISAUI3/2015
oo | A/SAU/4/2015
29— AISAUI5/2015
@ AIRN/12/2015
2 @ AIRN/8/2015
ANanTUR/203/2015* (FMDI)
A/BANIGA/Sa-197/2013 (KI754939)
99 p= A/IND/413/2007* (HQ127707)
A/IND/417/2007* (HQ127708)
A/IND/360/2007* (HQ127705)
A/IND/245/2007* (HQ832590)
A/IND/360/07* (FJ617243)
A/IND/245/2007* (HQ127704)
A/IND/9/2009* (2008) (HQ127716)
A/IND/L7/2009* (2008) (HQ127719)
99 | A/IND/11/2009* (2008) (HQ127717)
A/IND/17/2009* (HQ832592)
AISAU/16/95 (EU553874)

90
99 |97

A/IND/40/2000* (L999AF390646)
A/SAU/23/86 (EU414536)

Iran-96

Iran-99
99

Sea-97
Thai-87
Iran-87

Iran-05

Al5

| | = EURO-SA
%2 AFRICA

99

G-Vl

ASIA

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk




Laos (Lao PDR)
WRLFMD/2015/00034

Date sequence received: 26/11/2015
No. of samples: 3

O (ME-SA/Ind-2001d): 3

Vientiane
Province

Bolikhamsai

Prefgcture

Mo

20mi
© Daniel Dalet / d-maps.com

OINEP/18/2013 (KM921860)
OINEP/9/2014 (KM921868)
OINEP/7/2014 (KM921866)
OINEP/8/2014 (KM921867)
OINEP/4/2014 (KM921863)
981 O/NEP/5/2014 (KM921864)
OJUAE/1/2014 (KM921877)
OJUAE/2/2014 (KM921878)
O/BAR/5/2015
O/BAR/2/2015
O/BAR/8/2015
O/BAR/12/2015
OIBAR/3/2015
ol o/BARI4/2015
O/IND189/2013* (KM264361)
O/IND222/2013* (KM264364)
O/NEP/6/2013 (KM921854)
O/SRL/1/2013
OISRL/2/2013
O/IND205/2013* (KM264362)
OINEP/1/2014 (KM921861)
OINEP/2/2014 (KM921862)
OINEP/3/2013 (KM921853)
O/NEP/6/2014 (KM921865)
O/IND219/2013* (KM264363)
OINEP/11/2013 (KM921855)
OINEP/12/2013 (KM921856)
OISRL/6/2014
L O/SRL17/2014
O/SRL/5/2014
O/SRL/1/2014
L O/SRL/9/2014
OISRL/3/2014
OISRL/15/2014
OISRL/31/2014
4| O/SRL/32/2014
OISRL/30/2014
O/SRL/29/2014
|- O/SRL/16/2014
OISRL/7/2014
)| F O/SRL/8/2014
L O/SRL/28/2014
L O/SRL/34/2014
O/BAR/13/2015
yl O/BAR/14/2015
81 O/BAR/15/2015
@ O/LAO/5/2015
@ O/LAO/2/2015
. @ O/LAO/3/2015
@ O/LAO/4/2015
OILIB/1/2013 (KM921829)
- O/MOR/1/2015
5| |- O/ALG/1/2014
941 O/TUN/1/2014
O/BHU/3/2009 (KM921814)
O/UAE/4/2008 (KM921876)
O/IKUW/3/97 (DQ164904)
O/OMN/7/2001 (DQ164941)
PanAsia
PanAsia-2
O/IND/53/79 (AF292107)
O/IND/R2/75* (AF204276)
O1/Manisa/TUR/B9 (AY593823)

= s

87

— SEA
EA-2
EA-3

= EA-4

99 WA
EA-1

9§9
CATHAY
= ISA-1
= ISA-2
= EURO-SA

O/NEP/15/2013 (KM921857) |

Je
Ja

Ind-2001

Jb |

ME-SA

NB: This is a new introduction of the O/ME-SA/Ind-2001 lineage into Southeast Asia.

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk



Myanmar
WRLFMD/2015/00035

Date sequence received: 26/11/2015
No. of samples:

O (SEA/Mya-98): 2

A (ASIA/Sea-97): 3

TaninthA
YL
© Dariel Dajet/ & maps.com
’
O/HKN/14/2010 7 N AIGZ-YAICHA/2013 (KJ646646) 7 1
OIHKN/15/2010 AIGZ-GYICHA/2013 (KJ646651)
O/HKN/13/2010 AIGZ-BY/CHA/2013 (KJ646645)
97 O/HKN/B/2010 AIGZ-WD/CHA/2013 (KJ646648)
OHKN/7/2010 (JQ070303) AIGZ-XFICHA/2013 (KJ646657)
AIGZ-JCICHA/2013 (KJ646650)
O/HKN/9/2010 (JQ070304) AIGZ-ZBICHA/2013 (KJ646649)
O/HKN/10/2010 AIGZ-HXICHAI2013 (KJ646647)
O/HKN/11/2010 AlZabaikalsky/RUS/2013 (ARRIAH)
O/HKN/12/2010 AIGDMM-CHA-2013-S (KF450794)
0/33-PICHA/2010 (JQ973889) = AIKAZI1/2013* (ARRIAH)
O/KOR/1/2010* (HM143846) & AIMYA/4/2015
OIMY/CHA/2010 (HQB52079) & AIMYA/2/2015
ONN/LC169/2009 (HMO55510) AJAmur/2/RUS/2013 (ARRIAH)
AJAMUr/4/RUS/2013 (ARRIAH)
100 | Ly O/VIT/NCVD-9/2010 (NVRQS) AlZabaikalsky/6/RUS/2013 (ARRIAH)
41 O/VN/YB09/2010 (HQ260719) 5L AZabaikalsky//RUS/2014* (ARRIAH)
50§ O/MYA/5/2009 (HQ116228) AKAZI2/2013* (ARRIAH)
OIMYA/6/2009 (HQ116229) AMOG/3/2013
OITAI22/2009 (HQ116269) Mya-08 AMOGI512013
ONVIT/INCVD-19/2010 (NVRQS) va- SEA AIMOG/2013 (ARRIAH)
ONITINCVD-20/2010 (NVRQS) AMOG/1/2013
ONITINCVD-17/2010 (NVRQS) AMOG2/2013
711 OVITINCVD-18/2010 (NVRQS) 0/:\//’;33;,22211: Sea-97
@ OMYA/5/2015 AJAMUr/RUS/2013* (ARRIAH)
@ OMYA/L/2015 A/AMUI3IRUS/2013 (ARRIAH)
OIMAY/6/2012 ATAUL712014 ASIA
OIMAY/10/2012 ATAV21/2014
i OIMAY/11/2012 ALAO/1/2015
OIMAY/12/2012 AITAU4/2015
O/MAY/13/2012 ATAI3/2015
OMMAY/14/2012 AZ:EIES\}:/ZOlS“ (NVRI)
2 OMAY15/2012 AlZabaikalsky/5/RUS/2013 (ARRIAH)
OIMAY/16/2012 AlZabaikalsky/2/RUS/2014* (ARRIAH)
OIMAY/17/2012 AMOGIL1/2013
kel O/MYA/1/04* (TRRL) AIMOG/12/2013
1001 O/MYA/2/04* (TRRL) AIMOG/13/2013
kal OIMYA/7/98 (DQ164925) B ANITI25/2012
OITAV189/87* (TRRL) ANITI26/2012
OICAM/3/98 (AJ294910) JCam-94 | AITAV15/2012
2 EA-3 AITAU1/2011
AITAI8/2010
EA-2 AITAV3/2011

890
EA-4 AITAI7/2003 (HQ116312)
100 WA AITAV2/97 (EF208778) i
EA-1 Thai-87
99 G-vil
e ME-SA Iran-99
EURO-SA Iran-96
ISA-2 Iran-87
100 100
ISA-1
100 CATHAY Iran-05
EURO-SA -
0.02 - AFRICA

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk



Saudi Arabia

A/IND/124/08* (FJ617244) 7] 7

WRLFMD/2015/00028 & 29 L oo (et
Date sequence received: 19/10/2015 & AIIND/128/08" (FJ617246)
23/10/2015 81 A/IND/128/2008* (HQ127712)

A/IND/438/2008* (HQ127715)
A/IND/407/2007* (HQ127706)
A/IND/245/2007* (HQ127704)
A/IND/360/07* (FJ617243)
A/IND/360/2007* (HQ127705)
A/IND/245/2007* (HQ832590)
A/IND/413/2007* (HQ127707)
51 A/IND/417/2007* (HQ127708)
70§ A/IND/11/2009* (2008) (HQ127717)
A/IND/13/2009* (2008) (HQ127718)
A/IND/9/2009* (2008) (HQ127716)
9| A/IND/17/2009* (2008) (HQ127719)
A/IND/17/2009* (HQ832592)
A/BAN/BD/SI16/2013 (KR869773)
A/BAN/GA/Sa-197/2013 (KI754939)
ANanTUR/203/2015* (FMDI)
@ AISAUI5/2015
o] @ AISAU/3/2015
@ A/SAU/4/2015
50 @ AISAU/1/2015
o] ® AISAUI2/2015
@ A/SAU/6/2015 G-Vl
ﬂ| A/IND/64/2004* (HQ127678)
A/IND/64/2004* (HQ832581)
200 km 99 p A/BHU/4/2003
T r'A/BHU/40/2003
I~ A/IND/281/2003* (HQ832579)
A/IND/243/04* (FJ617245)
A/IND/241/2004* (HQ127679)
A/IND/249/2004* (HQ127680)
51 A/IND/249/2004* (HQ832582)
A/IND/16/2005* (HQ127681)
| - A/IND/161/2003* (HQ832578)
ﬂl A/IND/818/03* (FI617249)
A/IND/818/2003* (HQ832580)
90§ A/BHU/27/2003 (FJ755013)
A/BHU/42/2003
A/IND/820/03* (FJ617251)
A/IND/447/2005* (HQ832583)
100 A/IND/447/2005* (HQ127685)
A/BHU/6/2003
A/BHU/7/2003 (FI755012)
,5] A/BHU/A1/2002 (EU414525)
A/BHU/8/2003
A/BHU/35/2003
A/IND/256/98* (AF390628)
m-:A/SAU/m/QS (EU553874)
A/IND/40/2000* (1999AF390646)
Iran-96
Iran-99
100 |—99— Sea-97
be—— Thai-87
Iran-87
Iran-05

No. of samples: 6
A (ASIA/G-VII): 6

Al Madinah

99

Eastern Province

© Daniel Dalet / d-maps.com

ASIA

1

100

A22
Al15

99 -

EURO-SA

L — AFRICA

99

NB: A full genome sequence for FMDV A/SAU/1/2015 has been generated and
deposited in GenBank under accession no. KU127247.

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk



Turkey

WRLFMD/2015/00015

Date sequence received: 12/08/2015
No. of samples:

O (ME-SA/PanAsia-2FAR-09): 4

A (ASIA/Iran-055510): 14

Asia 1 (ASIA/Sindh-08): 5

Asia 1 (ASIA/unassigned): 2
FMDV-GD: 1

NVD: 2

O/IRN/43/2009
O/IRN/83/2009
O/IRN/61/2009
O/IRN/31/2009
b= O/IRN/75/2009
O/IRN/84/2009
‘O/IRN/60/2009
p= O/IRN/81/2009
O/IRN/42/2009
O/IRN/76/2009
O/IRN/56/2009
O/IRN/87/2009
O/IRN/52/2009
O/IRN/79/2009
O/IRN/41/2009
O/IRN/62/2011
O/IRN/77/2011
O/IRN/21/2012

O/IRN/34/2009 FAR-09

O/AgriTUR/63/2013 (FMDI) PanAsia-2

O/Eskisehir/TUR/1156/2013 (FMDI)
O/AgriITURI478/2013 (FMDI) ME-SA
OITUR/4/2014

O/IRN/22/2013
O/IRN/30/2013
O/IRN/17/2013
O/IRN/23/2013 FAR-09?
O/IRN/29/2013

@ O/TUR/10/2015
9k @ OTUR/17/2015 i
O/RN/18/2010 BAL-09
O/PAK/16/2010 JPUN-10
O/IRN/88/2009 JANT-10
O/IRN/8/2005

OITUR/257/2008* (FMDI) JTER-08
OITUR/264/2009* (FMDI) JsAN-09 |
PanAsia

Ind-2001

O/IND/53/79 (AF292107)

O/IND/R2/75* (AF204276)

O1/Manisa/TUR/69 (AY593823)

SEA

EA-2

EA-1

CATHAY
ISA-1

= = ISA-2

EURO-SA

Copies of all the individual reports cited herein can be obtained from The Pirbright Institute and prior to presentation, publication
or any other public use of these data, please contact Dr Donald King, The Pirbright Institute, donald.king@pirbright.ac.uk




Turkey (continued)

AITUR/1204/2012* (FMDI)
AITUR/6/2013
AITUR/30/2013
AITUR/14/2013
AITUR/4/2013
AITUR/9/2013
AITUR/35/2013
AITUR/18/2013

AIKCRI2/IRUS/2013 (ARRIAH)
AlKrasnodar/2/RUS/2013* (ARRIAH)
AlKrasnodar/1/RUS/2013* (ARRIAH)
AIKCR/LIRUS/2013* (ARRIAH)
AIKBRIRUS/2013* (ARRIAH)
A/Bingol/TUR/937/2013442 (FMDI)
ATUR/16/2014

ATUR/1/2014

@ AITUR/6/2015

AITUR/21/2014
AITUR/26/2014
AITURI29/2014
AITUR/28/2014
AITUR/30/2014

531 @ AITURI40/2014
AIRQIA222/2012* (FMDI)
AIRQIA223/2012* (FMDI)
AIRQIA218/2012* (FMDI)
AIIRQIA233/2012* (FMDI)
AJIRN/31/2012
AJIRN/18/2013
— & ATUR/35/2014
99 flm @ A/TUR/14/2015
7 | AIRNI25/2013
['A/IRN/lO/ZDlA
@ AITURI1/2015
- AIRN/9/2014
AJIRN/34/2013
AJIRN/5/2014
- AIRN/4/2014
AIRN/8/2014
AIRNI7/2014
i—A/lRN/az/zom
AJIRN/33/2013
AJIRN/52/2011
AITUR/14/2011
— | L amnzoz011
AJIRN/24/2011
ATUR/1538/2010* (FMDI)
AITUR/16/2011
ATURI22/2011
AIRN/30/2011
AJIRN/125/2010
AJIRN/4I2011

SIS-10

Iran-05

AITURI7/2014
ANIRN/1/2011
AIRN/15/2012
AIAFG/10/2010
AIAFG/6/2007 (FJ755007)
AJIRN/78/2009

A/BAR/6/2008 (FJ755010)
A/RN/9/2011
AITUR/3/2010
AITUR/1/2008 (FJ755133)
A/IRN/1/2005 (EF208769)
AITUR/33/2008 (FJ755155)

A/IRN/9/2010
Iran-99
Iran-87

100 Sea-97

Al5
Iran-96

JFAR-1L
Jsis-12
JHER-10
JAFG-07
JFAR-09
JBAR-08
JQAZ11
JKSS-09
JARD-07

JEZM07
JESF10 |

ASIA

Asial/PAK/58/2011
Asial/PAK/60/2011
Asial/PAK/57/2011
Asial/PAK/56/2011
Asial/PAK/55/2011
Asial/PAK/54/2011
Asial/PAK/53/2011
Asial/PAK/52/2011
Asial/PAK/51/2011
Asial/PAK/50/2011
Asial/PAK/49/2011
Asial/PAK/39/2011
Asial/PAK/37/2011
Asial/PAK/36/2011
Asial/PAK/35/2011
Asial/PAK/33/2011
Asial/PAK/16/2011
Asial/PAK/15/2011
Asial/PAK/14/2011
Asial/PAK/13/2011
Asial/PAK/12/2011
Asial/PAK/11/2011
Asial/PAK/111/2010
Asial/PAK/110/2010
Asial/PAK/108/2010
Asial/PAK/106/2010
Asial/RN/49/2011
Asial/AFG/48/2011
Asial/AFG/51/2011
Asial/AFG/55/2011
Asial/PAK/24/2012
Asial/PAK/25/2012
99 | Asial/PAK/26/2012
Asial/PAK/30/2012
Asial/IRN 1/2012*
Asial/IRN 5428/2012*
Asial/RN/74/2011
Asial/RN/23/2012
Asial/IRN/75/2011
Asial/IRN/67/2011
Asial/IRN 3903/2012*
Asial/RN/58/2011
Asial/RN/60/2011
Asial/IRN/59/2011
Asial/TUR/1/2012
Asial/TUR/76/2011
Asial/RN/1/2012
Asial/TUR/72/2011
96 Asial/IRN/7/2012
Asial/RN/9/2012
95y Asial/PAK/19/2014
Asial/PAK/20/2014
@ Asial/TUR/9/2015
@ Asial/TUR/12/2015
# Asial/TUR/18/2015
@ Asial/lPAK/1/2015
@ Asial/TUR/2/2015
@ Asial/TUR/7/2015

o
S

Asial/PAK/8/2008

99

E Asial/TUR/2/2013

80 Asial/TUR/23/2014

@ Asial/TUR/37/2014
99 L= @ Asial/TUR/39/2014
Asial/AFG/1/2001 (DQ121109)
Asial/HKN/19/74 (FI785230)

Asial/YNBS/CHA/58 (AY390432)
Asial/IND/63/72* (AY304994)
Asial/IND/18/80 (DQ121116)

Asial/Shamir/ISR/89
Asial/IND/762/2003* (DQ101240)
Asial/IND/14/95* (AF390678)
Asial/IRN/10/2004 (DQ121119)
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5. Vaccine matching

Antigenic characterisation of FMD field isolates by vaccine matching by 2dm VNT

from October to December 2015.

Table 1: Serotype O

Sample Vaccine Strain
Field Virus Topotype 0 3039 OManisa  O/TUR/5I09  O/Russia/00
Reference
O/ME-SA/
O/MOR/1/2015 Ind-2001 M N M NT
O/ME-SA/
O/MOR/2/2015 Ind-2001 M B M NT
O/HKN/1/2015 O/CATHAY ] M
Previously Reported
O/HKN/2/2015 O/CATHAY M
Table 2: Serotype A
Sample Vaccine strain
Alran  AIRN  AIRN  AIRN AMAY ASAU ATUR A22
Reference Topotype 555 87 96 99 97 95 20006  IRQ
A/SAU/1/2015  A/ASIA N N N N N N N N
A/SAU/2/2015  A/ASIA N N N N N N N N
A/IRN/12/2015 AJ/ASIA N NT NT NT N N N N
A/IRN/8/2015 A/ASIA N NT NT NT N N N N
Table 3. Serotype SAT 1
Sample Vaccine strain
Reference Topotype SAT105 RHO
SAT 1/BOT/1/2015 SAT 1/ (WZ) M
SAT 1/BOT/2/2015 SAT 111 (WZ) M

Abbreviations used in tables:

M

N

Vaccine Match-
between field isolate and vaccine strain. A potent vaccine containing
the vaccine strain is likely to confer protection.

r. = > 0.3. Suggests that there is a close relationship

No Vaccine Match - r1 = < 0.3. Suggests that the field isolate is so
different from the vaccine strain that the vaccine is unlikely to protect

Borderline  Any r1 values between 0.28 to 0.32

NT

Not tested against this vaccine
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6. Vaccine strain recommendations

RECOMMENDATIONS FROM WRLFMD® ON FMD VIRUS STRAINS TO BE
INCLUDED IN FMDV ANTIGEN BANKS (FOR FMD-FREE COUNTRIES) —
December 2015

Note: Virus strains are NOT listed in order of importance

A/ASIA/G-VII(G-18)*
O Manisa
_ O PanAsia-2 (or equivalent)
High O BFS or Campos
Priority A24 Cruzeirq
Asia 1 Shamir
A Iran-05 (or A TUR 06)
A22 Iraq
SAT 2 Saudi Arabia (or equivalent i.e. SAT 2 Eritrea)

A Eritrea
. SAT 2 Zimbabwe
Medium SAT 1 South Africa
Priority A Malaysia 97 (or Thai equivalent such as A/Sakolnakorn/97)
A Argentina 2001
O Taiwan 97 (pig-adapted strain or Philippine equivalent)

A Iran ‘96
A Iran ‘99
A Iran 87 or A Saudi Arabia 23/86 (or equivalent)
Low A15 Bangkok related strain
.. A87 Argentina related strain
Priority C Noville
SAT 2 Kenya
SAT 1 Kenya
SAT 3 Zimbabwe

NB: Discussions are currently underway to adopt a risk-based approach for
different FMD viral lineages to identify priority vaccines for use in Europe and
other FMD-free settings.

*Recent in-vitro data from WRLFMD for serotype A viruses from Saudi Arabia and
Iran highlights an apparent gap in vaccine coverage. Work is urgently required to
evalute whether there is adequate in-vitro match with Indian vaccine strains
(A/IND/40/2000) or whether in-vivo protection may be provided by high potency
international vaccines.
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